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ctgtcaccca ggctggagtg cagtggtgcg 
gttcaagtga tcctcctgcc tcagcctccc 
acgccctgct aatttttgta ttcttagtgg 
gtcttgaact cctgacctca agtgatcttc 
acacacattt agaactacat ctaactgtat 
ttcagaagat tcaagagaag gaaagtcgat 
tttacatctc atattttaag gctctcttaa 
tagccattct ttatttatag tgggtctgct 
tgagaatgtc ttgacttccc ttccattttt 
cttctgggtt ctgtggtttc tgatgagaac 
gcagtgttct ctctctctct ctgcttccag 
tcttgagacg gagtctcact ctgtcgccca 
actgcaagct ctgcctcccg ggttcaagcg 
aggactacaa ggcacaccac catgcctggc 
ttcaccatgt tgcccaggct ggtctcgaac 
cttcccaaag tgctggaatt acaggcgtga 
gctttactct ttcttctgtc tttttgacat 
gctatagtct cacgcacggg tctataaggc 
ttttctctct attcagatcg agtaatttcc 
atctttgtca ggtaattctg tcatctaagt 
tttttgtttt tgtttctgtt tttgttttga 
agtgcagtgg cactgatctc ggctcactgc 
cctgcctcaa cctccttagt agctgggatt 
ttgtattttt agtagagacc aggtttatcc 
cctcaagtga tccgcctgcc tcgacctccc 
gcacccagcc tatcttttgc attgttttaa 
tgttaaaact agatattttc atattatgtt 
gtttccactg gcttttattg acactgcttt 
ccaggtggac atagaagtca agggtcccta 
atccttcttg ttattgctgg gtgggggtgg 
ctggggcatg cccggccatc agggtgaaag 
ttgccctaat agggcattgg agctcctcac 
tcacttagct ttcgttggtg tgggtggtgg 
gagtggagca gttactgtca aaagttttct 
ttggctagag agagcaagct tttgttgtgg 
aggttgctgc cttctttagc tccaagtctg 
aatttacacc accgtgtcat tccatgggtc 
ccacttttca cagtcttctc atgttttgta 
gcagaaataa aagggaaaag tatgtctgct 
ttgcattttt gattccttta aacagttttg 
tcccataaaa tgtatatacc ttgtgatggt 
gaaaaataac atctttattt aaactgaaac 
cccctctagg aaataatgca aaaggtgtcc 
agaaagacag ccaagctcat gttttctcct 
gtaaaatatg gtgaactcat tgtcttaggc 
ggaaggagga aaagtaggtt tgctttgttt 
agcactgtgc atattgcttg tactcctcag 
catagcatat catatacttt gtctcgggcc 
agcaacacag atatgtttca gattggccgg 
actgacacgg ttcctggaag tcaaagtaat 
tcaagatttg cctgcagaat catatgtgaa 
gctgcaggat ttgactcatc aaaaaacatc 
acatcagatg gacagatgga tggcttgacc 
aatgggttca cagaagactc caagcctgga 
gtatttagcc tacgtgaaac cagatcggct 
accaatcagt tacaagatgg ctcgttaatt 
actgcagaag gcctttccca cactcctacc 
atcaatgcag cacgacctca gtgccctgta 
aagaggaaag acgttgtaga tgaaaaacaa 
catggctatc ataactgggg aaacaaagaa 
atgtgtaggt ctgttggtcc ctatgttcct 




atctgggttc actgcaacct ctgcctccag 1500 
gagtagctag gactacaggc acgtgccacc 1560 
agatggggtt tcaccatgtt ggccaggctg 162 0 
ccaccttggc ctttctgaac tatttccttt 1680 
tatagttttc actttcacca tcagacaaaa 1740 
tgtatttact catatttttg ctaccgtgtt 1800 
ttatttattt tctgtttagt taatttcctc 1860 
ggtaacaaat tctctcaatt tttcctcgtc 192 0 
gtcagcacct gaaaaatact atgccactat 1980 
tccactgtca gtctaattgt cgttataaat 2040 
gatatttttt cttttttttt tttttttttt 2100 
ggctggagtg cagtggcgca attttggctc 2160 
attactccca ctttagcctc ccaagtagct 2220 
taatttttgt atttttagta gagacggggt 2280 
tcctgacatc aagtgatctt cctgcctccg 2340 
gccactgctc ccagcctctt tattttttca 2400 
gtgtgtccag tgacacacgt gttagatttt 2460 
tctgtttttt gtttcatttt gtttttccta 2520 
actgttcagt tttatcatag ctgcttttaa 2580 
tttggcacct attgattatc ttttgcattg 2640 
gatggagtct tgctctgttg cccaggttgg 2700 
aacctcctcc tcccgggttc aagtggttct 2760 
acaggcatgt gccaccacgc ccggctaatt 2 82 0 
atgttggtca ggctggtctc aaactcccaa 2880 
aaagtgctgg gattacaggc gtgaaccact 2 94 0 
atcttgttct tgctaggatg aatgattttc 3000 
cctaggctct ggatattatc taaaccttct 3060 
ggcaaggtca tagggggtgc ctcattactg 312 0 
ctcagcctct actgatgcct caggaagagg 3180 
aagtctagct gacacctact gaggtaggtg 3240 
tcctggctcc ctagttggcc tacttttaca 3300 
tatggtttat gagctggaag tcaaggctcc 3360 
tggggcaaaa ctgttttctg ggtttggctg 3420 
gtcttgccag gctgtccctt tcttgtttct 3480 
ctctttttgt ctgtgccagt tggcatttcc 3540 
ggatatatta ggcaaaaaga aaacccagag 3600 
ctgaggtccc ttacttagtc tgccttctct 3660 
tataatgtcc agggtcttta gttatactta 3720 
ctatgcttct gtaagtggaa gtcttcaaat 3780 
taaaatatat aatcattatt gggcaaaatg 3840 
ttgcataata ttgtgttcaa gaggactgct 3900 
gaattgttca cattattaat gaaaactttt 3960 
caaggctcct gaccagtgaa caaagatttg 4020 
gatcaagaaa atcatccatc taaagcacca 4080 
tataatgggt ctctcccaaa tggcgataga 4140 
aaaagaccta aggcaaatgg ggtgaagccc 42 00 
gctgcaaagg caataagcaa caaagaccag 4260 
cagactgtgg tggttgaata tactcatgac 4320 
tcgactgaaa gccccattga ttttgtagta 4380 
tctgatacac agtcagtaca aagcactata 4440 
cggaatcctc cctttacagc acggatttat 4500 
tttcttgggg agaaggctgc caaatggaag 4560 
actaatggtg ttcttgtgat gcatccacgc 4620 
atatggagag aaatatcggt gtgtggaaat 4 680 
cagcagagag gaaaaatggt ggaaattgaa 4 740 
gacctctgtg gtgcaacatt gttatggcgt 4800 
gtgaagcatt tagaagcttt aagacaggaa 4 860 
gggttcaaca cactagcatt tcctagtatg 4920 
ccatgggtat atctaaactg cggccatgta 4980 
gaacgtgatg gaaaagatcg tgaatgtcct 5040 
ctgtggcttg gatgtgaagc tggattttat 5100 
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gtggacgccg gccctccaac ccatgcgttt agcccgtgtg ggcatgtgtg ttcagaaaag 5160 
acaactgcct attggtccca gatcccactt cctcatggta ctcatacttt tcatgcagcc 5220 
tgtccctttt gtgcacatca gttggctggt gaacaaggct acatcagact tatttttcaa 5280 
ggacctctag actaacagac cattgtcttg caggactaca ttataaattt ataagctaag 5340 
tgagttgggt tttcgaacct gttgtccacg tcacagtttt tctgctctgg tcatttgcat 5400 
taagatgaag aattttttaa aacatttata ataaatagta gcaatttctg agcaaaaatc 5460 
tgggaaactc aagcaaagga atttctgaaa gtatcagtct tctgaattct gagttttgaa 552 0 
aatatatttt gaggagaaaa agacatagtc taatttgatg ccttcctttt agtgtttttg 5580 
aatcacctat cctcagtgct gaaattgttt tgtataactg agggtactgt tggttcaaac 5640 
tatgttagtt tacagtttgt tgcaaacatt gtaaaataca gcgacatgta tattaacttt 5700 
tttctattta tctttattat agaaaatacc ttagaatgtt cttgatagag tagcatggta 5760 
acgatggtgt cacacccttg gtgtgaatgg tagcttagtg agcaacctag ctcaaggatt 5820 
tgcaaagtta ggaagaagga cgagagagcc tctctcccca ccccaatcta aatatggaat 588 0 
ttggtaaatt agaatacttt gtaatttgta agaccaaatt catactaatt acccgcgtga 5940 
aaggtgtttg tttttaacaa cattgaagat aatcaggaaa gattttttct taatgtttct 6000 
ctcgagcgta gtactataac aaaaacttaa tgctaagaaa cattttatat gctcctttgg 6060 
atatgcaatt taatctagat tatctatttt tctcccatga taactaatct gtttttagta 6120 
tcagcagcat ttggcaagtt tattttttgg atataaactg tggttcatct gttcactgtt 6180 
tctagaaaaa aatcattgcc ataagaaaaa gtataaatta gcaagaaagg agagtgactt 624 0 
gatttgcttt tggaaaaaga aatgcttaat taattattct gtatttggcc ttattcgggc 6300 
attaggaaat ctagagatct aaagggttga atgacaatag tgcccccgtt tttagcagac 6360 
cagccttaac tctgggtttg aatcctaagg agattgccac agtgagactt aaggaaatgt 642 0 
ttggttggca gatgagcacc aatgactgca gcgtggagtg acgcactgca tggtctgttt 64 80 
attctctaat tccaatatgt cttttgcttc cagaagcaag aaaagtttct tctctcccct 6540 
ccttcccacc cttttttcaa aggcaccaca agtatagaca gttgcactac atcaaatctt 6600 
tttttgacac ttgtagaaac cagtacactt ttagattaga cagtatcttc ttttaatatt 6660 
ttgatttgtt ttcctttagt ttgaaaagtt gtataatact taactgactg tagcaaagtt 6720 
ttatatgtgg tagcatacct ttaatttatc ctattacaaa actgttctga attttctttt 6780 
ggtttttaaa aaacaaaact tgttgcttag aagccatgaa ttattttatt ttacttcaac 6840 
tgtcgaaact tccttgtttt aaaaaatgat catttgggtt cactcaggaa atgcatgtca 6900 
ggaaacttgt attataagtt tattagttgt gatgtatcag taactgctgt tacccctttt 6960 
tcaaagaaat gtaattgatt ttgaagtttt ctagattgtc acatgctttg tgactaatgc 7020 
aagaaagcaa gtcctgtgtt gtatttgttc tagtcatttt tattcaggct atatattgta 7080 
gcttaatttt tatttgcaat taatttattt aaactaagta aatacttttc aaaata 7136 
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<212> DNA 

<213> Homo sapiens 

<220> 
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<222> (501) . . (1763) 

<223> human pellino 2 

<400> 3 

tccgccgggc cgaggggggc ggggagtggg cgcggacggc cccacgcgcc gggggagggg 60 
gcgccccgcg ggccgggggg cgggcgcctg gctctgcgtg gggcggggcg gctcccacct 12 0 
gcccgcgcgc tggcccccgc ctcccccgcg cggccccagc ctctcgtgcg cccgctccct 180 
cctccttccc tccctcccgc ggggcttcgg cggcggcgct cagcgcaggc aggtccccct 240 
gctgccgggt cccatttgtt gccggctctg actcggggcg gccgcggcgc gcggagctcc 300 
ggggagtcag gcggagcagc cgcgcagcca cgacggagca gcagcgggac tggccgcccc 3 60 
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gcgccccctt cgccgccgtg cccttccccg gcgcgctcac cccgttctcg ggatgggatt 420 

gtagcggcgg cgcggactcg gcggggatcg cggcggaggc ggcggcgtcg gcggcggcgt 4 80 

cggcggccga gcggggctcc atg ttt tec cct ggc cag gag gaa cac tgc gec 533 

Met Phe Ser Pro Gly Gin Glu Glu His Cys Ala 
15 10 

ccc aat aag gag cca gtg aaa tac ggg gag ctg gtg gtg etc ggg tac 581 
Pro Asn Lys Glu Pro Val Lys Tyr Gly Glu Leu Val Val Leu Gly Tyr 
15 20 25 

aat ggt get tta ccc aat gga gat aga gga egg agg aaa agt aga ttt 62 9 
Asn Gly Ala Leu Pro Asn Gly Asp Arg Gly Arg Arg Lys Ser Arg Phe 
30 35 40 

gec etc tac aag egg ccc aag gca aat ggt gtc aaa ccc age acc gtc 677 
Ala Leu Tyr Lys Arg Pro Lys Ala Asn Gly Val Lys Pro Ser Thr Val 
45 50 55 

cat gtg ata tec acg ccc cag gca tec aag get ate age tgc aaa ggt 725 
His Val lie Ser Thr Pro Gin Ala Ser Lys Ala lie Ser Cys Lys Gly 
60 65 70 75 

caa cac agt ata tec tac act ttg tea agg aat cag act gtg gtg gtg 773 
Gin His Ser lie Ser Tyr Thr Leu Ser Arg Asn Gin Thr Val Val Val 
80 85 90 

gag tac aca cat gat aag gat acg gat atg ttt cag gtg ggc aga tea 821 
Glu Tyr Thr His Asp Lys Asp Thr Asp Met Phe Gin Val Gly Arg Ser 
95 100 105 

aca gaa age cct ate gac ttc gtt gtc aca gac acg att tct ggc age 869 
Thr Glu Ser Pro He Asp Phe Val Val Thr Asp Thr He Ser Gly Ser 
110 115 120 

cag aac acg gac gaa gee cag ate aca cag age acc ata tec agg ttc 917 
Gin Asn Thr Asp Glu Ala Gin He Thr Gin Ser Thr He Ser Arg Phe 
125 13 0 13 5 

gee tgc agg ate gtg tgc gac agg aat gaa cct tac aca gca egg ata 965 
Ala Cys Arg He Val Cys Asp Arg Asn Glu Pro Tyr Thr Ala Arg He 
140 145 150 ~ 155 

ttc gee gee gga ttt gac tct tec aaa aac ata ttt ctt gga gaa aag 1013 
Phe Ala Ala Gly Phe Asp Ser Ser Lys Asn He Phe Leu Gly Glu Lys 
160 165 170 

gca gca aag tgg aaa aac ccc gac ggc cac atg gat ggg etc act act 1061 
Ala Ala Lys Trp Lys Asn Pro Asp Gly His Met Asp Gly Leu Thr Thr 
175 180 185 

aat ggc gtc ctg gtg atg cat cca cga ggg ggc ttc acc gag gag tec 1109 
Asn Gly Val Leu Val Met His Pro Arg Gly Gly Phe Thr Glu Glu Ser 
190 195 200 

cag ccc ggg gtc tgg cgc gag ate tct gtc tgt gga gat gtg tac acc 1157 
Gin Pro Gly Val Trp Arg Glu He Ser Val Cys Gly Asp Val Tyr Thr 
2 05 210 215 
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ttg cga gaa acc agg teg gec cag caa cga gga aag ctg gtg gaa agt 12 05 
Leu Arg Glu Thr Arg Ser Ala Gin Gin Arg Gly Lys Leu Val Glu Ser 
220 225 230 235 

gag acc aac gtc ctg cag gac ggc tec etc att gac ctg tgt ggg gee 1253 
Glu Thr Asn Val Leu Gin Asp Gly Ser Leu lie Asp Leu Cys Gly Ala 
240 245 250 

act etc etc tgg aga aca gca gat ggg ctt ttt cat act cca act cag 13 01 
Thr Leu Leu Trp Arg Thr Ala Asp Gly Leu Phe His Thr Pro Thr Gin 
255 260 265 

aag cac ata gaa gee etc egg cag gag att aac gee gee egg cct cag 1349 
Lys His lie Glu Ala Leu Arg Gin Glu lie Asn Ala Ala Arg Pro Gin 
270 275 280 

tgt cct gtg ggg etc aac acc ctg gee ttc ccc age ate aac agg aaa 13 97 
Cys Pro Val Gly Leu Asn Thr Leu Ala Phe Pro Ser lie Asn Arg Lys 
285 290 295 

gag gtg gtg gag gag aag cag ccc tgg gca tat etc agt tgt ggc cac 1445 
Glu Val Val Glu Glu Lys Gin Pro Trp Ala Tyr Leu Ser Cys Gly His 
300 305 310 ' 315 

gtg cac ggg tac cac aac tgg ggc cat egg agt gac acg gag gee aac 1493 
Val His Gly Tyr His Asn Trp Gly His Arg Ser Asp Thr Glu Ala Asn 
320 325 330 

gag agg gag tgt ccc atg tgc agg act gtg ggc ccc tat gtg cct etc 1541 
Glu Arg Glu Cys Pro Met Cys Arg Thr Val Gly Pro Tyr Val Pro Leu 
335 340 ' 345 

tgg ctt ggc tgt gag gca gga ttt tat gta gac gca gga ccg cca act 1589 
Trp Leu Gly Cys Glu Ala Gly Phe Tyr Val Asp Ala Gly Pro Pro Thr 
350 355 360 

cat get ttc act ccc tgt gga cac gtg tgc teg gag aag tct gca aaa 1637 
His Ala Phe Thr Pro Cys Gly His Val Cys Ser Glu Lys Ser Ala Lys 
365 370 375 

tac tgg tct cag ate ccg ttg cct cat gga act cat gca ttt cac get 1685 
Tyr Trp Ser Gin lie Pro Leu Pro His Gly Thr His Ala Phe His Ala 
380 385 390 395 

get tgc cct ttc tgt get aca cag ctg gtt ggg gag caa aac tgc ate 1733 
Ala Cys Pro Phe Cys Ala Thr Gin Leu Val Gly Glu Gin Asn Cys lie 
400 405 410 

aaa tta att ttc caa ggt cca att gac tga cgcccttgac agccatctac 1783 
Lys Leu lie Phe Gin Gly Pro lie Asp 
415 420 

gactttatta acaggttact gtgaagattt tgccactaac tctagatttt acctttttgt 1843 

aatgctgttt atcagaggag ggtgacaggg gctggaaata aagagagggg acatggtgat 1903 

gaaacatggc aggagtgtaa cagataccag tggtgtgttg catgetcaaa acagcagegt 1963 

cgtcattgaa gtctgcttga ttaaaccata atatctttgt aataattgga tttaaaatgc 2023 

tatgettcta tttttaacct tgggttttta accaagtttt tttttttttt tgtaatcttg 2083 
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gacaagactt taaatcatat tttacagatg 
atgaagttca cttcagtgca gtgtggtgta 
aaatacttga tcgtggctca aacctgacca 
actggtggac agatggcctt aggcacaggt 
atttttctga cttgttgggg gagagaatat 
cttcagtgga atttacttta gatattcatt 
ttccataact ttttagcctg tcttttgtta 
catcttgcac ggccagaact gtttggttga 
aactgagggt aattacagta gtagacatgg 
tgactgaatt aagatttaag aatgattaaa 
ggtttcataa agcttggggt tttttttttt 
gatatagtca ttgttgtgca ctcccttttc 
gagcccagta agttttgaaa atgtttgcga 
tatacacaac accaagtggt acatctgcag 
gcaaatgagt gtttgctgag gaataattaa 
tgttactttc atttcatttt gattaataat 
gctcctagaa ggtaaagatc ctttaggaca 
taagtattta tttaaactaa tgttctctta 
ttttaacctt tgtacatata cgtaatttat 
attggttttt tcgtattttg cctactggca 
ctatttgaat acgcttttcc ttaaagtgat 
taatttgatg taatatgttt aaagttcagc 
gtggagatca ttgtttagga tgagacattt 
aatggtgtga aaatcgatga caacagtcct 
cttactctac ctgcagacag aaaatgaaag 
tgaatgcctt ttgatttagc cagagtctct 
ttttcagcct gtaattcttt gggccccaaa 
cttgctgtat gcctagaaag tggttgaagg 
ctaaatggtc ttgcatccag aaaggccaga 
ccagagagtt aggtatatca taattttcca 
ctgcaacgtg acatatcccc caaaatgaag 




tagaagaaat ttattcaaaa gtgtgggctc 2143 
ggtgttacgc gaagggcgca cagtgtctag 2203 
gacagcagag gggcggctct gtacagtgtg 2263 
ggttttgaaa tctggggctt tttctgattt 2323 
tcataacttg tgggcttttt ttttttttaa 2383 
catcaaatac atgggacttc acaaacaatt 2443 
tttctgccta atatgatttg ccccgatact 2503 
ttaaaataca tcagctctta aaaactcatt 2563 
tctgggtact atactaccat gtttatttgc 2623 
aataagcttt tactttttaa aaccacttga 2683 
cctttgttaa gaaagccaac caatcacaat 2743 
accatctgtc accttccctt gcagcttaag 2803 
atcaaactaa atttaagtgg gatgattaga 2863 
agataattca aaattcctgc ttttgagaga 2923 
atgagaattt cataggagct ccaccattcc 2983 
tcttggatgc ttggcatcga tcgtatcact 3043 
tgagactggt agaagctggc tgagataaaa 3103 
atttgaccat tgcagatttg ggtgactttt 3163 
atgattctaa tgtactatat ccatacttga 3223 
aatattttgc ctattttcag tcgttctaac 3283 
acgataatat tactcttgat tgctgctgct 3343 
ctctcagttt taatatagct ttatttttca 3403 
ttggttttgg ttttgtttgg gtaaatttta 3463 
cttacagata gcttgctgta ttctgtatag 3523 
aaaaaaatgg acttgcctag aataatatat 3583 
gatgattagc tttcgctgat agagtatgtc 3 64 3 
gaatgacaaa ggaggcactc gttctctttt 3703 
attcttgatg ccctaaaacc atcttgtaag 3763 
ttttacctac caagaaaaaa agatattttt 3823 
tttcaagtcc tgtttataag tctagtcatt 3883 
ttaccttcca agttggacac gtcccgtagt 3 943 
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tgggcatatg tctaactaaa agtttctgac 
aaatttggga aataatttcc aagctcttgg 
ctccacatct tttcctttgg cttccaaagt 
cagagaggtg gcaaatcagc aaaaaggaca 
tccctttaca attttgacta aggagatttt 
taaagaactc tgtagctcac caaggtggag 
ggtcacttct ttttttatgt cttgccatca 
gtatacacaa ggaaattgca gaccaattag 
aagtagcttt ccagaagtaa aagtcccagt 
gtttatgtcg tttactacaa aaaaaaagat 
ttttctagtc cggaattttt tattaataat 
ctcaacattt cccttatttg gttcagcttt 
agtattaagg tttctggatt tttttctccc 
aatataaata gagaacatat ttatcattcc 
tgtgcctcag ggaagccacg tgatataact 
gaaaggagaa agccattgga aaaatgatgg 
gcagaaatat gtcagaaact ggcataaaca 
aatagggaaa ttattttaag ttattacatt 
ttagttcata aagcttcaat gtcttttttt 
ttatttggga gctcagtatt gtgtggacac 
aatataggtt gtagaattgt tacctgcagt 
ttaaagccat tctgttcttt ggatgtgctt 
gctgggtaaa aactatcttc ttgcagcctt 
aaccacagga ctttgatttt aagccaaatc 
tcccagtagt ttagcctttg tggcttaggt 
agacgacttc agcatctttt taaaataatc 
aaggttcagt attttctttt tagtataact 
tgaagaatcc ctagaggaag ataaggaaaa 
ctaaacaaac aaaaataaac tcaatgaaag 
gattgcttct ctgtattaaa tagtctagaa 
tgtgttatta gcagttaaat tttatgaata 



ttttagtaaa ttcagcttaa atataagttg 4003 
aaggggtaac agtgaaccgc cctccatggg 4 063 
caggtcccgc ccaccctgcc taaggaactg 4123 
ccaggctctt cttggccact tgtaggaaga 4183 
ttttttcaca gttgagttag tttgtgaaaa 4243 
aaacgcaatt cagaaaagta atttctccaa 4303 
ctttaaagga ctagccccac tcccccatgt 4363 
ttgtcttggc ctgactctaa tgccttttgc 4423 
gatgtattcc catagaaata tttttcagtt 4483 
tcagagtgga tggagtacaa ctctgagtat 4543 
cggtgctgcc gggtcatgca tgctgcaact 4603 
tagcaaaaag ggctacagtt caccctgcag 4663 
aactgtggcc caaaagaatt aaaatctgtt 4723 
tcgatagtta attatagact ttggtacctt 4783 
ggttatagaa tttcagggtt agggtttaaa 4 843 
gctccattaa ggagactaat gaatctggat 4903 
tgattgtagt agaatttatt ttccagtacc 4963 
tactgtattg ggaaacttga ggagaactct 5023 
ttttttttca tggaaaaact caaacctctg 5083 
ttacgagagt tttctgctta attgaagtgt 5143 
tctatggttt tgtttcactt cttttctttt 5203 
gaaagggtgt gtgattacac cattgttaat 52 63 
gcctcataac agtggaattt ctgatagaca 5323 
catctccatc cctttactgt caatcttctg 5383 
tatgatgcgc ctccttctgt gcgaccaatg 5443 
taagcatcat tgaagcagta acacaaaaaa 55 03 
tacatccttt caaataagtc tttgccctca 5563 
taagtatttt ccagttttgc ttgacagttt 5623 
gaaagatgtt tctttttagc tgagatgaca 5683 
gttaagggga tggtcacatt taccatgtat 5743 
tgtttgtaaa attgttgttt tatatttcat 5803 
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• 




gtcaaattga aaagtttatt tcttcactat tgtacctgtg gaaatacaag ccattttaca 5863 
ggaaaaaatc ttcaaaaact attaaatgga tatcagcctg aaaaaaaaaa aaaaaaag 5 921 



<210> 4 
<211> 420 
<212> PRT 

<213> Homo sapiens 
<220> 

<223> human pellino 2 
<400> 4 

Met Phe Ser Pro Gly Gin Glu Glu His Cys Ala Pro Asn Lys Glu Pro 

15 10 15 

Val Lys Tyr Gly Glu Leu Val Val Leu Gly Tyr Asn Gly Ala Leu Pro 

20 25 30 

Asn Gly Asp Arg Gly Arg Arg Lys Ser Arg Phe Ala Leu Tyr Lys Arg 

35 40 45 

Pro Lys Ala Asn Gly Val Lys Pro Ser Thr Val His Val lie Ser Thr 

50 55 60 

Pro Gin Ala Ser Lys Ala lie Ser Cys Lys Gly Gin His Ser lie Ser 
65 70 75 80 

Tyr Thr Leu Ser Arg Asn Gin Thr Val Val Val Glu Tyr Thr His Asp 

85 90 95 

Lys Asp Thr Asp Met Phe Gin Val Gly Arg Ser Thr Glu Ser Pro lie 

100 105 110 

Asp Phe Val Val Thr Asp Thr lie Ser Gly Ser Gin Asn Thr Asp Glu 

115 120 125 

Ala Gin lie Thr Gin Ser Thr lie Ser Arg Phe Ala Cys Arg lie Val 

130 135 140 

Cys Asp Arg Asn Glu Pro Tyr Thr Ala Arg lie Phe Ala Ala Gly Phe 
145 150 155 160 

Asp Ser Ser Lys Asn lie Phe Leu Gly Glu Lys Ala Ala Lys Trp Lys 

165 170 175 

Asn Pro Asp Gly His Met Asp Gly Leu Thr Thr Asn Gly Val Leu Val 

180 185 190 

Met His Pro Arg Gly Gly Phe Thr Glu Glu Ser Gin Pro Gly Val Trp 

195 200 205 

Arg Glu lie Ser Val Cys Gly Asp Val Tyr Thr Leu Arg Glu Thr Arg 

210 215 220 

Ser Ala Gin Gin Arg Gly Lys Leu Val Glu Ser Glu Thr Asn Val Leu 
225 230 235 240 

Gin Asp Gly Ser Leu lie Asp Leu Cys Gly Ala Thr Leu Leu Trp Arg 

245 250 255 

Thr Ala Asp Gly Leu Phe His Thr Pro Thr Gin Lys His lie Glu Ala 

260 265 270 

Leu Arg Gin Glu lie Asn Ala Ala Arg Pro Gin Cys Pro Val Gly Leu 

275 280 285 

Asn Thr Leu Ala Phe Pro Ser lie Asn Arg Lys Glu Val Val Glu Glu 

290 295 300 

Lys Gin Pro Trp Ala Tyr Leu Ser Cys Gly His Val His Gly Tyr His 
305 310 315 * 320 

Asn Trp Gly His Arg Ser Asp Thr Glu Ala Asn Glu Arg Glu Cys Pro 

325 330 335 

Met Cys Arg Thr Val Gly Pro Tyr Val Pro Leu Trp Leu Gly Cys Glu 

340 345 350 

Ala Gly Phe Tyr Val Asp Ala Gly Pro Pro Thr His Ala Phe Thr Pro 



355 



360 



365 
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Cys Gly His Val 
370 

Pro Leu Pro His 
385 

Ala Thr Gin Leu 

Gly Pro lie Asp 
420 



Cys Ser Glu Lys 
375 

Gly Thr His Ala 
390 

Val Gly Glu Gin 
405 



Ser Ala Lys Tyr 
380 

Phe His Ala Ala 
395 

Asn Cys lie Lys 
410 



Trp Ser Gin lie 

Cys Pro Phe Cys 
400 

Leu lie Phe Gin 
415 



<210> 5 
<211> 27 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : oligonucleotide 
primer PELD1 

<400> 5 

atgttttccc ctggccagga ggaacac 



<210> 6 
<211> 27 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : oligonucleotide 
primer PELD2 

<400> 6 

tcagtcaatt ggaccttgga aaattaa 



<210> 7 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : oligonucleotide 
probe N63226QF to pellino 2 3 f untranslated region 

<400> 7 

gatgctgaag tcgtctcatt gg 



<210> 8 
<211> 24 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : oligonucleotide 
probe N63226QR to pellino 2 3' untranslated region 

<400> 8 

ccagtagttt agcctttgtg gctt 
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<210> 9 
<211> 25 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : oligonucleotide 
probe N63226QP to pellino 2 3' untranslated region 

<220> 

<221> modif ied_base 
<222> (1) 

<223> n = c modified by 6-FAM 
<220> 

<221> modif ied_base 
<222> (25) 

<223> n = c modified by TAMRA 
<400> 9 

ngcacagaag gaggcgcatc ataan 2 5 



<210> 10 
<211> 24 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : reference probe 
TLF7QF representing single copy region in human 
genome 

<400> 10 

ggtctctatt tgcacttggc tgat 24 



<210> 11 
<211> 25 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : reference probe 
TLF7QR representing single copy region in human 
genome 

<400> 11 

ttttcattgt tgaccaagct agaca 25 



<210> 12 
<211> 29 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : reference probe 
TLF7QP representing single copy region in human 
genome 
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<220> 

<221> modif ied_base 
<222> (1) 

<223> n = t modified by 6-FAM 
<220> 

<221> modif ied_base 
<222> (29) 

<223> n = t modified by TAMRA 
<400> 12 

nagggcatac tgcctgcata tttcctgcn 



<210> 13 
<211> 4 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : amino acid 

sequence identity in comparison of pellino 1 and 
pellino 2 

<400> 13 
Met Phe Ser Pro 
1 



<210> 14 
<211> 7 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : amino acid 

sequence identity in comparison of pellino 1 and 
pellino 2 

<400> 14 

Pro Val Lys Tyr Gly Glu Leu 
1 5 



<210> 15 
<211> 6 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : amino acid 

sequence identity in comparison of pellino 1 and 
pellino 2 

<400> 15 

Val Leu Gly Tyr Asn Gly 
1 5 
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<210> 16 
<211> 15 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : amino acid 

sequence identity in comparison of pellino 1 and 
pellino 2 

<400> 16 

Leu Pro Asn Gly Asp Arg Gly Arg Arg Lys Ser Arg Phe Ala Leu 
15 10 15 



<210> 17 
<211> 14 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : amino acid 

sequence identity in comparison of pellino 1 and 
pellino 2 

<400> 17 

Lys Arg Pro Lys Ala Asn Gly Val Lys Pro Ser Thr Val His 
15 10 



<210> 18 
<211> 4 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : amino acid 

sequence identity in comparison of pellino 1 and 
pellino 2 

<400> 18 
Thr Pro Gin Ala 
1 



<210> 19 
<211> 4 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : amino acid 

sequence identity in comparison of pellino 1 and 
pellino 2 

<400> 19 
Lys Ala lie Ser 
1 
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<210> 20 
<211> 10 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : amino acid 

sequence identity in comparison of pellino 1 and 
pellino 2 

<400> 20 

Gin His Ser lie Ser Tyr Thr Leu Ser Arg 
15 10 



<210> 21 
<211> 10 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : amino acid 

sequence identity in comparison of pellino 1 and 
pellino 2 

<400> 21 

Gin Thr Val Val Val Glu Tyr Thr His Asp 
15 10 



<210> 22 
<211> 5 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : amino acid 

sequence identity in comparison of pellino 1 and 
pellino 2 

<400> 22 

Thr Asp Met Phe Gin 
1 5 



<210> 23 
<211> 15 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : amino acid 

sequence identity in comparison of pellino 1 and 
pellino 2 

<400> 23 

Gly Arg Ser Thr Glu Ser Pro lie Asp Phe Val Val Thr Asp Thr 
15 10 15 
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<210> 24 
<211> 11 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : amino acid 

sequence identity in comparison of pellino 1 and 
pellino 2 

<400> 24 

Gin Ser Thr lie Ser Arg Phe Ala Cys Arg lie 
15 10 



<210> 25 
<211> 4 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : amino acid 

sequence identity in comparison of pellino 1 and 
pellino 2 

<400> 25 
Thr Ala Arg lie 
1 



<210> 26 
<211> 20 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : amino acid 

sequence identity in comparison of pellino 1 and 
pellino 2 

<400> 26 

Ala Ala Gly Phe Asp Ser Ser Lys Asn lie Phe Leu Gly Glu Lys Ala 

15 10 15 

Ala Lys Trp Lys 
20 



<210> 27 
<211> 15 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : amino acid 

sequence identity in comparison of pellino 1 and 
pellino 2 

<400> 27 

Met Asp Gly Leu Thr Thr Asn Gly Val Leu Val Met His Pro Arg 
15 10 15 



15 



<210> 28 
<211> 4 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : amino acid 

sequence identity in comparison of pellino 1 and 
pellino 2 

<400> 28 
Gly Phe Thr Glu 
1 



<210> 29 
<211> 8 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : amino acid 

sequence identity in comparison of pellino 1 and 
pellino 2 

<400> 29 

Trp Arg Glu lie Ser Val Cys Gly 
1 5 



<210> 30 
<211> 12 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : amino acid 

sequence identity in comparison of pellino 1 and 
pellino 2 

<400> 30 

Leu Arg Glu Thr Arg Ser Ala Gin Gin Arg Gly Lys 
15 10 



<210> 31 
<211> 19 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : amino acid 

sequence identity in comparison of pellino 1 and 
pellino 2 

<400> 31 

Leu Gin Asp Gly Ser Leu lie Asp Leu Cys Gly Ala Thr Leu Leu Trp 

15 10 15 

Arg Thr Ala 
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<210> 32 
<211> 4 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : amino acid 

sequence identity in comparison of pellino 1 and 
pellino 2 

<400> 32 
His Thr Pro Thr 
1 



<210> 33 
<211> 17 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : amino acid 

sequence identity in comparison of pellino 1 and 
pellino 2 

<400> 33 

Glu Ala Leu Arg Gin Glu lie Asn Ala Ala Arg Pro Gin Cys Pro Val 

15 10 15 

Gly 



<210> 34 
<211> 7 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : amino acid 

sequence identity in comparison of pellino 1 and 
pellino 2 

<400> 34 

Asn Thr Leu Ala Phe Pro Ser 
1 5 



<210> 35 
<211> 5 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : amino acid 

sequence identity in comparison of pellino 1 and 
pellino 2 

<400> 35 

Glu Lys Gin Pro Trp 
1 5 
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<210> 36 
<211> 11 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : amino acid 

sequence identity in comparison of pellino 1 and 
pellino 2 

<400> 36 

Cys Gly His Val His Gly Tyr His Asn Trp Gly 
15 10 



<210> 37 
<211> 7 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : amino acid 

sequence identity in comparison of pellino 1 and 
pellino 2 

<400> 37 

Arg Glu Cys Pro Met Cys Arg 
1 5 



<210> 38 
<211> 26 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : amino acid 

sequence identity in comparison of pellino 1 and 
pellino 2 

<400> 38 

Val Gly Pro Tyr Val Pro Leu Trp Leu Gly Cys Glu Ala Gly Phe Tyr 

15 10 15 

Val Asp Ala -Gly Pro Pro Thr His Ala Phe 
20 25 



<210> 39 
<211> 9 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : amino acid 

sequence identity in comparison of pellino 1 and 
pellino 2 

<400> 39 

Pro Cys Gly His Val Cys Ser Glu Lys 
1 5 
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<210> 40 
<211> 12 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : amino acid 

sequence identity in comparison of pellino 1 and 
pellino 2 

<400> 40 

Tyr Trp Ser Gin lie Pro Leu Pro His Gly Thr His 
15 10 



<210> 41 
<211> 9 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : amino acid 

sequence identity in comparison of pellino 1 and 
pellino 2 

<400> 41 

Phe His Ala Ala Cys Pro Phe Cys Ala 
1 5 



<210> 42 
<211> 6 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : amino acid 

sequence identity in comparison of pellino 1 and 
pellino 2 



<400> 42 

Leu lie Phe Gin Gly Pro 
1 5 



